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(A) filAME: McCormack, Myra H 

(B) REGISTRATION NUMBER: 36,602 

(C) REFERENCE/DOCKET NUMBER: 180.00020101 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 612/305-1220 

(B) TELEFAX: 612/305-1228 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 29 amino acids 

(B) TYPE: amiVio acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: \linear 

(ii) MOLECULE TYPE: Peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

Thr His Arg Leu Ala Gly\Leu Leu Ser Arg Ser Gly Gly Met Val Lys 

10 15 



Ser 



Asn Phe Val Pro Thr Afen Val Gly Ser Lys Ala Phe 



20 



25 



(2) INFORMATION FOR SEQ ID NO: 2: 



(i) SEQUENCE CHARACTERISTICS^ 

(A) LENGTH: 30 amino acMs 



(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 

(ii) MOLECULE \TYPE : peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:2: 

Thr His Arg Leu Aj.a Gly Leu Leu Ser Arg Ser Gly Gly Met Val Lys 
1 5 \ 10 15 

Ser Asn Phe Val Val\ Pro Thr Asn Val Gly Ser Lys Ala Phe 
20 \ 25 30 

INFORMATION FOR SEQ Il3> NO: 3: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acn.d 

(C) STRANDEDNESS: Single 

(D) TOPOLOGY: lineal 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:3: 



Ala Cys Asn Thr Ala Thr Cys Va\ Thr His Arg Leu Ala Gly Leu Leu 
1 5 \ 10 15 
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Ser Ar$ Ser Gly Gly Met Val Lys Ser Asn Phe Val Pro Thr Asn Val 
20 25 30 




Gly Ser Lys Ala Phe 
35 

(2) INFORMATION F^R SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 37 amino acids 

(B) TYPE: \amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE I peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Ala Cys Asp Thr Ala Thr Cys Val Thr His Arg Leu Ala Gly Leu Leu 
1 5 ^ 10 15 

Ser Arg Ser Gly Gly Val Val Lys Asn Asn Phe Val Pro Thr Asn Val 
20 \ 25 30 

Gly Ser Lys Ala Phe 
35 

(2) INFORMATION FOR SEQ ID NO: 5: 



(i) SEQUENCE CHARACTERISTICS: 
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(A) DENGTH: 37 amino acids 

(B) T^PE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE* TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:5: 



15 



Ser Cys Asn Thr\ A la Thr Cys Val Thr His Arg Leu Ala Gly Leu Leu 

10 15 



Ser Arg 



Ser Gly Gly Val Val Lys Asp Asn Phe Val Pro Thr Asn Val 



20 



25 



30 



20 



Gly Ser Lys Ala Phe 
35 



(2) INFORMATION FOR SEQ ID NO: 6 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS :\ single 
{ D ) TOPOLOGY : 1 inear 



(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 

Ser Cys \sn Thr Ala Thr Cys Val Thr His Arg Leu Ala Gly Leu Leu 
5 10 15 

Ser Arg Se\ Gly Gly Val Val Lys Asp Asn Phe Val Pro Thr Asn Val 
,20 25 30 

Gly Ser Glu Ala Phe 
35 

(2) INFORMATION FOR ^EQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: «7 amino acids 

(B) TYPE: amifio acid 

(C) STRANDEDN^SS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION :\ SEQ ID NO: 7: 



Ala Cys Asn Thr Ala Thr Cy\ Val Thr His Arg Leu Ala Asp Phe Leu 



10 



15 



Ser Arg Ser Gly Gly Val Gly Itys Asn Asn Phe Val Pro Thr Asn Val 
20 \ 25 30 

Gly Ser Lys Ala Phe 
35 



35 



J 



(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(a\ LENGTH: 37 amino acids 

(B) \TYPE: amino acid 

(C) 6TRANDEDNESS : single , 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:8: 

Gly Cys Asn Thr \la Thr Cys Val Thr His Arg Leu Ala Gly Leu -Leu 

10 15 

Ser Arg Ser Gly Gl\ Met Val Lys Ser Asn Phe Val Pro Thr Asn Val 
20 \ 25 30 

Gly Ser Glu Ala Phe 
35 

(2) INFORMATION FOR SEQ ID *k):9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino\ acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
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(xi) SEqWcE DESCRIPTION: SEQ ID NO: 9: 



Ser Cys Asn 



Thr Ala Thr Cys Val Thr His Arg Leu Ala Gly Leu Leu 



10 



15 



Ser Arg 



Ser\ Gly Gly Met Val Lys Ser Asn Phe Val Pro Thr Asp Val 



Uo 



25 



30 



Gly Ser Glu ^La Phe 
35 

INFORMATION FOr\sEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: u7 amino acids 

(B) TYPE: am3|no acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION* SEQ ID NO:10: 



Ser Cys Asn 



Thr Ala Thr c\s Val Thr His Arg Leu Ala Gly Leu Leu 



10 



15 



Ser Arg Ser Gly Gly Val Val\Lys Ser Asn Phe Val Pro Thr Asn Val 

25 30 



20 



37 



J 



Gly Spr Gin Ala Phe 
35 

INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS : 

(A) \LENGTH: 37 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Ser Cys Asn Thr^Ua Thr Cys Val Thr His Arg Leu Ala Gly Leu Leu 

10 * 5 



Ser Arg Ser 



Gly gL Val Val Lys Ser Asn Phe Val Pro Thr Asn Val 



20 



25 



30 



Gly Ser Glu Ala Phe 
35 

I) INFORMATION FOR SEQ ID WO: 12: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino aciq 

(C) STRANDEDNESS: sihgle 

(D) TOPOLOGY: linear 
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y 



(ii) MOLECULE TYPE: peptide 




(xi) SEQUENCE DESCRIPTION: SEQ.ID NO:12: 



Ala Cys Asn Thr Ala Thr Cys Val Thr His Arg Leu Ala Asp Phe Leu 
5 10 15 

Asn Arg Ser\oiy Gly Met Gly Asn Ser Asn Phe Val Pro Thr Asn Val 
>0 25 30 



Gly Ala Lys A^a Phe 
35 

2) INFORMATION FOR &EQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3t7 amino acids 

(B) TYPE; amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: lUnear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: \SEQ ID NO: 13: 



Ala Cys Asn Thr Ala Thr Cys\ Val Thr His Arg Leu Ala Asp Phe Leu 



10 



15 



39 



> 



Ser aL Ser Gly Gly Met Ala Lys Asn Asn Phe Val Pro Thr Asn Val 



20 



25 



30 



Gly Ser\Lys Ala Phe 
15 

INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYRE: amino acid 

(C) STrWdEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 



Tyr Arg 



Gin Ser MetWsn Asn Phe Gin Gly Leu Arg Ser Phe Gly Cys 



10 



15 



Gin Lys Leu Ala His Gin He Tyr Gin 



Arg Phe Gly Thr Cys T&r Val Gin Lys 

20 I 25 30 



Phe Thr Asp Lys Asp Lys\Asp Asn Val Ala Pro Arg Ser Lys He Ser 



35 



45 



Pro Gin Gly Tyr 
50 

(2) INFORMATION FOR SEQ ID NO: 15: 
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(i) SEQUENCE CHARACTERISTICS: 

(aI LENGTH: 50 amino acids 

(B) | TYPE: amino acid 

(C) \ STRANDEDNESS : single 

(D) \ TOPOLOGY: linear 

(ii) MOLECWLE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Tyr Arg Gin ier Met Asn Gin Gly Ser Arg Ser Thr Gly Cys Arg Phe 



10 



15 



Gly Thr Cys tL Met Gin Lys Leu Ala His Gin He Tyr Gin Phe Thr 
2<l 25 30 

A sp Lys Asp J Asp Gly Met Ala Pro Arg Asn Lys He Ser Pro Gin 
35 \ 



Gly Tyr 
50 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 7\ amino acids 

(B) TYPE: amine- acid 

(C) STRANDEDNESp : single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO:16: 

Lys Cys Asn\Thr Ala Thr Cys Ala Thr Gin Arg Leu Ala Asn Phe Leu 
c 10 15 



10 



Val His Ser S^r Asn Asn Phe Gly Ala He Leu Ser Ser Thr Asn Val 
20\ 25 30 



Gly Ser Asn Thr 
35 



ITyr 



HI 15 (2) INFORMATION FOR SEQ ID NO: 17: 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 kmino acids 

(B) TYPE: amino *acid 

(C) STRANDEDNESS \ single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 





(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17 



Lys Cys Asn Thr Ala Thr Cys A]& Thr Gin Arg Leu Ala Asn Phe Leu 

10 15 



Val Arg Ser Ser Asn Asn Leu Gly Pro Val Leu Pro Pro Thr Asn Val 

30 



20 



G\y Ser Asn Thr Tyr 
35 

(2) INFORMATION FOR SEQ ID NO: 18: 



10 



(i) Sequence characteristics:, 

,(A) LENGTH: 31 amino acids 

\(B) TYPE: amino acid 

\c) STRANDEDNESS : single 

( E> ) TOPOLOGY : 1 inear 



(ii) MOLECULE TYPE: peptide 



15 



20 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO:18: 



His Ala 
1 



Thr \ln Arg Leu Ala Asn Phe Leu Val His Ser Ser Asn Asn 



10 



15 



Phe Gly Ala III Leu Ser Ser Thr Asn Val Gly Ser Asn Thr Tyr 



20 



25 



30 




25 (2) INFORMATION FOR SEQ ID NO: 19: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: pefetide 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

A la ThrWn Arg Leu Ala Asn Phe Leu Val Arg Ser Ser A S n Asn Leu 



10 



15 



Gly Pro vil Leu Pro Pro Thr Asn Val Gly Ser Asn Thr Tyr 

\ 25 30 

\ 20 " 



(2) INFORMATION W>R SEQ ID NO: 20: 

(i) SEQUENCE^ CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPEl amino acid 

(C) STRASfiDEDNESS : single 

(D) TOPOLOGY: linear 



(i 



ii) MOLECULE TYlb: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

Gin Glu Leu His Lys Leu Gin Thr Tyr Pro 



Val Leu Gly Lys Leu Ser 



10 



15 



Arg Thr Asn Thr Gly Set Asn Thr Tyr 
20 \ 25 



(2) INFORMATION FOR SEQ ID NO\21: 
(i) SEQUENCE CHARACTERISTICS; 



44 



(A) LENGTH: 24 amino acids 

(B) TYPE: amino acid 

(C) STOANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE yTYPE : peptide 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 



Leu Gly Arg Leu pr 
1 



Gin Glu Leu His Arg Leu Gin Thr Tyr Pro Arg 
10 15 



Thr Asn Thr Gly Setr Asn Thr Tyr 
20 

(2) INFORMATION FOR SEQ ^D NO: 22: 

(i) SEQUENCE CHARAC™ riSTICS : 

(A) LENGTH: 25 Amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS i single 

(D) TOPOLOGY: lintear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: BEQ ID NO:22: 
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Ala Thr Gl\i Arg Leu Ala Asn Glu Leu Val Arg Leu Gin Thr Tyr Pro 
5 10 15 

Arg Thr Asn\val Gly Ser Asn Thr Tyr 
>0 25 

(2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH* 31 amino acids 

(B) TYPE: amino acid 

(C) STRANDEBNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE:\ peptide 



<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 



Thr Val Gin Lys Leu ^la His Gin He Tyr Gin Phe Thr Asp Lys Asp 

10 15 



Lys Asp Asn Val Ala Pr^ Arg Ser Lys He Ser Pro Gin Gly Tyr 

25 30 



20 
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